. Insertion/deletion mutations of genes encoding translesion synthesis DNA polymerases (i.e., POLH, POLI, POLK, and REV3L, which encode DNA polymerases η, ι, κ and the catalytic domain of DNA polymerase ζ, respectively) generated from CRISPR/Cas9 genome editing. The mutations were identified based on Sanger sequencing.
POLI
TAAGAAACTTATGAATGTCAGAGATGCAA WT
TAAGAAACT---------------------175bp
AGAAATGTCTTATA
----------------96bp
CCTGAGTCACAAGGTATAAACCTAATAGTG WT REV3L 
CCTGA-------------------------CCTGAGTTCACAAGGTATAAACCTAATAGTG

-31bp +1bp
POLH WT -149bp GGCTTACGTAGATCTG------------------------GGCTTACGTAGATCTGACCAGTGCTGTACAAGAGAGACTA GGCTTACGTAGATCTGACCAGT------------------
-92bp (-127bp in exon) WT POLK -201bp -201bp GGATGGGTGGATGGATGAATGGATGGATGGATGGATGA GGATGGGTGGATGGATGA-------------------- GGATGGGTGGATGGATGA-------------------- (-65bp in exon)
5′-…ATGCATCGACTCAATTACAGCNCGCCATGGTC…-3′ 3′-…TACGTAGCTGAGTTAATGTCGMGCGGTACCAG…-5′
NcoI SfaNI 5′-…ATGCATCGACTC pAATTACAGCNCGC p*CATGGTC…-3′ 3′-…TACGTAGCTGAGTTAAp TGTCGMGCGGTACp* CAG…-5′ 5′-…ATGCATCGACTCAATTACAGCNCGCCATGGTC…-3′ 3′-…TACGTAGCTGAGTTAATGTCGMGCGGTACCAG…-5′
